
Hours Session

11:00 - 12:00 Registration

12:00 - 12:10 Opening

12:10 - 13:00 Keynote: How Ancient DNA Is Transforming Our Understanding of 

the Past - Maciej Chyleński

13:00 - 14:20 Algorithms for bioinformatics and computational biology

14:20: 15:10 Lunch

15:10 - 16:30 Modelling of protein and RNA structures

16:30 - 16:50 Coffee break

16:50 - 17:40 Keynote: Integrative large-scale metagenomics for strain‑level 

microbiome analysis - Edoardo Pasolli

18:30 - 20:00 Poster session + welcome reception

9:00 - 9:50 Keynote: Ultrafast and accurate sequence alignment and clustering 

of viral genomes - Sebastian Deorowicz

9:50 - 11:20 Modelling & proteomics

11:10 - 11:30 Coffee break

11:30 - 12:50 Transcriptomics & proteomics

12:50 - 13:50 Lunch

13:50 - 14:40 Keynote: CASP and the Long Winding Road to Successful 

Computation of Protein Structure - John Moult

14:40 - 16:00 Applications of bioinformatics in biology and medicine 

16:00 - 16:20 Coffee break

16:20 - 19:00 General Assembly PTBI

20:00 Conference dinner

9:00 - 9:50 Keynote: Boruta and Beyond: Machine Learning and Information 

Theory for Marker Discovery - Witold Rudnicki

11:10 - 11:30 Coffee break

11:30 - 13:30 Laureates

13:30 Closing

13:30 - 14:20 Lunch

Symposium Day 2 - 17th September, 2026

Symposium Day 1 - 16th September, 2026

Symposium Day 3 - 18th September, 2026


